. List of the potential substrates of Der p 1, Der p 6 and Der p 9 as identified among the human proteome using the PoPS algorithm. Proteins displaying at least one extracellular site susceptible to proteolysis were selected among the 500 best hits during the PoPS analysis (threshold score=10). Hypothetical and predicted proteins were not considered. Attention was paid to proteins directly or indirectly involved in allergy-or inflammation-related immune mechanisms on the basis of experimental findings (represented in bold). Figure S1 . Phage substrate library diversity and extended substrate specificity profile of Der p 1, Der p 3 and Der p 6. Phage substrate library diversity for positions P5 to P4′ for libraries X4-X-X4 (Der p 1), X4-R/K-X4 (Der p 3) and F X4-Y/F-X4 (De r p 6) before (A, G and D) and after (B, E and H) three rounds of selection with the corresponding protease. Values are expressed as percentage of each amino acid for a specific position. The sequences used to validate the libraries and to establish the specificity models are available upon request. Normalized Δσ specificity matrices (−5 to +5) calculated for each
Potential

